Crystallization Details ~5 mg of pure enantiomer of S006-830 was dissolved in minimum amount of methanol (HPLC grade, obtained from Sigma-Aldrich) and kept for crystallization by slow evaporation method at room temperature. Block shaped, colourless crystals was harvested after 3 days.
Crystal Structure Determination
A block shaped single crystal of size 0.24 x 0.26 x 0.34 mm 3 was selected under the polarizing microscope and affixed to a 0.2 mm cryoloop with Paratone-N oil for data collection. Single crystal X-ray diffraction data on was collected on a Bruker D8 Venture diffractometer equipped with a Photon 100 CMOS detector using the CuKα radiation (λ = 1.54178 Å) generated from the INCOATEC micro-focus source (IμS) with multilayer optics. Cell determination, data collection, and data reduction were performed with the help of PROTEUM2 software suite.
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